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8. Butler, Marguerite A., Stanley A. Sawyer, and Jonathan B. Losos

(2007) Sexual dimorphism and adaptive radiation in Anolis lizards. Nature
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Proc. Nat. Acad. Sci. USA 98, 15038–15043.

16. Bustamante, Carlos D., John Wakeley, Stanley Sawyer, and Daniel

L. Hartl (2001) Directional selection and the site-frequency spectrum. Genet-

ics 159, 1779–1788.

17. Goldfeld, Anne E., Jessica Y. Leung, Stanley A. Sawyer, andDaniel

L. Hartl (2000) Post-genomics and the neutral theory: variation and conser-
vation in the tumor necrosis factor-alpha promoter. Gene 261, 19–25.
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The McDonald-Kreitman test revisited. In G. B. Golding (Ed.) Non-Neutral
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Computer Packages

1. S. A. Sawyer (1998) GENECONV: A computer package for the statistical
detection of gene conversion. Distributed by the author, Department of Math-

ematics, Washington University in St. Louis.

Available at http://www.math.wustl.edu/~sawyer/geneconv/ . Current ver-
sion 1.81a posted May 16, 2007.

Books

1. Sawyer, S. A., and S. G. Krantz (1995) A TEX Primer for Scientists. CRC
Press, Boca Raton (399 + viii pgs).


